: Median of the contigs size for each method and for each category (bacteria, "NA" and phage). Table S2 File format: XLS file Title: Tab number 1: HMM profile, from PFAM (30.0) and TIGRFAM (15.), phage specific with a keyword like "capsid, core, portal, protease, replication, tails" and HMM profile bacteria specific. Tab number 2: Details of the HMM profile of the bacterial genes.
NA: non-attributable

LEGENDS OF EXCEL SUPPLEMENTARY TABLES
Table S4
File format: XLS file Title: Exploration of different CD-HIT clustering settings on the two dataset: 411 low coverage (LC) dataset and 411 high coverage (HC) dataset.
